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Maulana Azad National Urdu University
B.Sc. (Zoology Hons.) VI Semester Examination - May - 2018

Zoology: Bioinformatics & Biostatistics
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S.No. Class-interval Frequency | Cumulative frequency
(Glucose levels)
L. 70-79 3
2. 80-89 12
3. 90-99 24
4. 100-109 30
5. 110-120 6
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Blood group Number of persons
A 744
B 971
O 888
AB 207
Total = 2810
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Attacked Not attacked Total
Inoculated 24 32 56
Not inoculated 50 14 64
Total 74 46 120
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S.No Blood Observed number of
Group Individuals
MM 90
2. MN 135
3. NN 75
Total = 300
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